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Inferring genetic history using the “weak” Ancestral Recombination GraphInferring genetic history using the “weak” Ancestral Recombination Graph

We can model phylogeny and recombination history using the biologically meaningful Ancestral Recombination 

Graph.  This model cannot normally be used for inference but in the case of bacteria a suitable approximation can 

be found that is both mathematically rigorous and biologically useful.
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